[Primary structure of the 5'-region of Yersinia pestis 16S rRNA].
The sequence of 5'-region (16-296 n.) of 16S rRNA of plague agent (Yersinia pestis) was determined after sequencing of cloned cDNA fragments complementary to this region. When compared to the same region of 16S rRNA of Escherichia coli and Proteus vulgaris this region revealed 91.8% and 87.2% of homology, respectively. The sequences specific for Y. pestis 16S rRNA were localized and their secondary structure position was discussed.